Figure captions

Figure 1. A. Map of part of southern South America showing geographical distribution of Philornis spp. used in this study. ‘Philornis sp. genotype Misiones’ (star), ‘Philornis sp. genotype Central Argentina’ (triangle), ‘Philornis sp. genotype Magdalena’ (circle) and Philornis downsi (cross). Striped area: Misiones province. B. Phylogenetic analysis of ITS2 sequences from adult specimens of Philornis species present in Argentina and closely related fly species. Bootstrap consensus tree was inferred by maximum likelihood method. The ITS2 sequence for Drosophila melanogaster (EU306667) was used as an outgroup.
